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FENG Wei'  CHEN Yiqun® LIAN Huiming’ WANG Yingli’
HE Boxiang’ ZHANG Qian’

(1. Longyandong Forest Farm of Guangdong Province, Guangzhou ,Guangdong 510520, China; 2. Guangdong Academy of
Forestry/Guangdong Provincial Key Laboratory of Silviculture, Protection and Utilization, Guangzhou ,Guangdong 510520, China)

Abstract The second-generation half-sib progenies from the top individuals of 37 genetically-selected
superior families of Castanopsis fissa were planted in Longyandong Forest Farm of Guangdong province at
Guangzhou city for growth testing. Investigation was conducted on two growth traits after planting for 7 months.
The second generations displayed significant differences (P < 0.01) in both height growth and collar diameter,
and had 29.8% and 36.1% of coefficients of variations for two traits respectively, indicating the existence of vast
genetic variations. The selection based on growth comparison screened out 11 superior families from the second-
generation progenies. The selected families’ height, collar diameter and both traits increased by 63.6%-109.2%,
52.7%-86.7% and 58.0%-97.6% respectively when compared with the control, which strongly suggested that these
superior progenies had outstanding early growth performance in south subtropics.
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Table 1 Indicative parameters of height and collar diameter for secondary generation of C. fissa population

EXIN L R/ME RKRE Rk SRR bR ERRE/%

Trait Unit Min Max Average Median SE ()%
P /m 14.000 280.000 123.930 124.000 41.589 29.835 29.835
HiAE /em 0.300 4.700 1.728 1.700 0.684 36.133 36.133

7 : Min = minimum, Max= maximum, SE = standard error, CV = coefficient of variation
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Fig. 1 Data distribution and pearson correlations of height and collar diameter for secondary generation of C. fissa population
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Table 2 Variance analysis and heritability estimation of growth traits for secondary generation of C. fissa families

PR A5 R A B ¥or F{H P{H KEBET Bk )
Trait  Source of variance Degree of freedom Mean square F value P value h,»2 h?

KE 37 13 573 7.97 <0.001

R /m X4 7 4 048.697 2.39 0.022 0.774(0.050)  0.838(0.179)
KE x XA 259 1703.181 1.35 0.001
P& 37 2.996 5.72 <0.001

1A% /em X4 7 3.480 6.67 <0.001 0.700(0.063)  0.669(0.160)
KHE x X4 259 0.524 1.59 <0.001

T 55 BB s .

Note: the numbers in parentheses are standard errors.hf2 = half-sib family heritability, 4> = half-sib individual heritability.
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Fig.2 Data distribution of height and collar diameter for secondary generation of C. fissa families
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Table 2 Selection index of multiple traits for superior families of C. fissa in regional trail

A MU REE PR IE .
Famil Correcthn value of A% COrI’eCthI.l value A% correction Vglue of A% Rank
height of collar diameter two traits
L35 1.427 109.239 1.356 86.726 1.391 97.631 1
L10 1.258 84.526 1.283 76.728 1.271 80.505 2
LO08 1.277 87.198 1.254 72.728 1.265 79.737 3
L36 1.268 85.937 1.259 73.480 1.264 79.514 4
L27 1.123 64.638 1.236 70.225 1.179 67.518 5
L02 1.134 66.234 1.203 65.729 1.168 65.974 6
L22 1.137 66.693 1.184 63.074 1.160 64.827 7
L07 1.218 78.590 1.087 49.731 1.153 63.710 8
L34 1.126 65.121 1.176 61.978 1.151 63.500 9
L37 1.141 67.309 1.153 58.850 1.147 62.948 10
L26 1.116 63.599 1.109 52.731 1.112 57.995 11
CK 0.682 0.726 0.704 38

TE: A" Fonit RERBON IR s i A 4.

Note: A means promoted percentage of selection index for comparison of superior families to control.
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