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Abstract

development of wood processing industry, the import of logs increases gradually. At present, there are many

Log plays a fundamental role in the development of wood industry in China. With the

kinds of imported logs, such as many kinds of imported wood, many importing countries, big difference in price
of wood species and difficulty in identification of wood species. The phenomenon is becoming more and more
serious which of importers in order to pursue profits and avoid customs duties. This paper summarizes the current
situation and existing problems of imported logs, summarizes and analyzes the advantages and disadvantages of
some current wood identification methods, and puts forward suggestions for future identification of wood species.
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